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Monitoring of antimicrobial resistance in bacteria of food
origin: especially about Sa/monella spp.
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Accurate understanding of the antimicrobial resistance
(AMR) ecosystem is essential to control the transmission
pathways of AMR. Data on AMR in bacteria of food origin
have been collected by prefectural and municipal public
health institutions. In total, 917 Salmonella isolates were
collected from samples of patients and foods in 2015 and
2016. Subjection of the isolates to antimicrobial sensitivity
testing using 18 kinds of antimicrobials revealed that 42.4%
of 651 isolates from patients and 89.8% of 266 isolates from
foods showed resistance to more than one antimicrobial drug.
Regarding multidrug resistance, most isolates from both
patients and foods showed resistance to 3 kinds of drugs, and
6 isolates from patients and 22 isolates from foods showed
resistance to 6 to 10 kinds of drugs. Importantly, overall
profiles of the antimicrobial susceptibility testing results of
the isolates to 18 kinds of drugs were very similar between
those from patients and foods. Moreover, in a comparison
between two groups of serotypes in the patient-derived
isolates, those present in and absent from food, resistance to
more than one drug was found in 56.7% of the former and in
23.1% of the latter serotype, suggesting a causal connection
between isolates from humans and foods. To our knowledge,
this is the first study of an organized nationwide survey of
AMR in bacteria of food origin.
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